Agaricomycetes
F(2,21 3)=207,P=01 289

Archaeorhizomycetes
F(2,213)=4.1 0,P=0.0179

Dothideomycetes
F(2,213)=0.17,P=0.8412

Eurotiomycetes
F(2,21 3)=426,P=001 53

Geminibasidiomycetes
F(2,213y=0.58,P=0.5592
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